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rRNA fragment and its antisense 
UGA readthrough, 2744 
rRNA transcription activation 
FIS, 1525 
SI ribosomal protein 
binding to boxA transcriptional antiter- 
minator RNA, 2248 
SecA, 5776 
regulation, 5240 
SecA fragments 
protease resistant, 527 
secA mutants, 6419 
SecB-dependent sequence motif, 1396 
serine transporter gene, 6749 
sigma 54 
12-region elements, 5626 
enhancer responsiveness, 5619 
o 
core RNA polymerase binding specific- 
ity, 1095 
diauxic shift, 6203 
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sister chromatid exchange, 6269 
SOS induction 
effect on nucleotide excision repair. 
3345 
spe operon promoter 
lacZ expression, 6090 
spherical cells 
alternation of division planes, 2564 
starvation-induced thermotolerance 
DnaK and RpoS, 846 
stationary-phase genes 
RpoS dependent, 6283 
StpA, 994 
succinate dehydrogenase 
anaerobic expression, 5989 
SulA SOS checkpoint protein 
FtsZ inhibition, 3946 
superoxide dismutase 
hydroxyl radical formation regulation, 
622 
superoxide stress and antioxidant de- 
fenses, 1402 
SurA, 5704 
TdcE glycyl radical enzyme 
pyruvate formate-lyase replacement, 
3509 
temperature effects on protein synthesis, 
4704 
temperature-sensitive mutants 
specific tRNA requiring, 2931 
Tet(M) 
ribosome association, 4089 
TetR mutants 
induction deficient, 737 
intragenic suppressors, 737 
thiol hypersensitivity 
low ubiquinone content, 3681 
thymidine concentration, 2992 
TMP kinase, 4291 
Tn/0 insertion sites, 6408 
TolA 
N-terminal region, 6433 
TolQ-interacting domain, 6433 
TolC 
organic solvent tolerance, 938 
tol-pal mutants 
outer membrane vesicles, 4872 
tRNA modification, 1808 
TyrR and RNA polymerase complex, 5466 
UMP kinase 
mutational analysis, 473 
umuD* mutants, 4658 
uncB expression 
intragenic ribosome binding site, 3940 
uspB, 6140 
WaaO, 5313 
promoter, 3070 
Wzz protein 
O-antigen chain length specificity, 2670 
yhhP, 2257 
5984 
Escherichia coli clone Sonnei 
O-antigen gene cluster 
chromosomal, 2983 
esg locus 
M. xanthus, 5269 
N-Ethylmaleimide 
E. coli 
protective mechanisms, 1030 
Evolution 
cyanobacteria, 3453 
ExbB and ExbD homomultimers 
E. coli, 6031 


Exochelin biosynthesis genes 
M. smegmatis, 4676 
ExoP protein 
R. meliloti, 395 
substitutions in proline-rich motif, 395 
Exopolysaccharide diosynthesis 
gycosyltransferases 
R. leguminosarum, 586 
Sphingomonas strain S88, 586 
ExoU cytotoxin 
P. aeruginosa, 6224 
SpcU chaperone, 6224 
Export-specific reporter 
L. lactis, 1904 
“Extended — 10” promoters 
mycobacteria, 2568 
Extracellular polysaccharides 
R. solanacearum 
EpsR regulation, 27 
Extracytoplasmic-function sigma factor 
M. xanthus 
motility behavior, 5668 
Extradiol dioxygenase 
3-chlorocatechol 
distal cleavage, 2849 


fl filamentous phage 
DNA replication genes Il and X, 3245 
E. coli infection 
TolQRA proteins, 1723 
F,F,, ATPase 
I. tartaricus, 3312 
F,5)-dependent glucose-6-phosphate dehy- 
drogenase gene 
M. smegmatis, 2212 
F and R1O0-1 plasmids 
traN, 4036 


fab gene cluster 


E. coli, 3295 
transcriptional analysis, 3295 


facC gene 


A. nidulans, 6242 
Farnesol 
S. cerevisiae 
generation of reactive oxygen species, 
4460 
Fatty acid synthesis 
E. coli 
blockage, 4596 
Fatty acids 
Corynebacterium spp. 
novel. 4650 


gene 


S. aurantiaca 
fruiting body formation, 1241 
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B. subtilis, 4309 


fenB fengycin synthetase gene 


B. subtilis, 1338 
fepA-fes promoters 

E. coli, 2579 

repression by Fur protein, 2579 
Ferric citrate transport 

E. coli, 2387 
Ferric enterobactin binding and transport 

gram-negative bacteria, 6689 
FhuA proteins 

E. coli, 605 

enterobacteria, 3845 

gating loop cysteines, 605 
Fibril production 

M. xanthus 

chaperone control, 5357 
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Filamentous bacteriophages 
V. parahaemolyticus, 5094 
Filamentous hemagglutinin-like protein 
H. ducreyi, 6013 
FIS 
E. coli 
rRNA transcription activation, 1525 
fis operon 
enteric bacteria, 5932 
Fitness landscapes 
shape of bacteria 
effects on chemotaxis and other behav- 
iors, 5978 
FixK, protein 
B. japonicum, 3253, 5251 
fixR-nifA operon 
B. japonicum, 3853 
RegR response regulator, 3853 
FlaA periplasmic flagellar protein 
B. burgdorferi, 2418 
fla/che operon 
B. subtilis, 3548 
promoter elements, 3548 
Flagellar genes 
C. crescentus, 5010 
Flagellar motor switching and bias regula- 
tion 
E. coli 
CheY and fumarate, 3375 
Flagellar motors 
activated by Che Y, 5123 
CheZ, 5123 
E. coli 
Asp 32 of MotB, 2729 
Flagellar rotation change 
acetate stimulated, 985 
E. coli, 985 
Flagellin genes and proteins 
B. cepacia 
variation, 1110 
Flagellins 
P. aeruginosa 
a-type strains, 3209 
glycosylation, 3209 
V. cholerae 
differential regulation, 303 
Flagellin-specifying genes 
E. coli, 979 
Flap endonuclease 
M. jannaschii, 5406 
Flavobacterium meningosepticum 
lipid A, 3891 
FIgE flagellar hook protein 
C. jejuni, 3711 
fliC genes 
P. aeruginosa, 3209 
{iM and fliN flagellar switch genes 
R. sphaeroides, 3978 
FIM protein 
domain analysis, 5580 
E. coli, 5580 
fliO gene 
S. wphimurium, 2936 
translation from putative tandem starts, 
2936 
FLUX protein 
C. crescentus, 2175 
S. typhimurium 
filgM translation, 5384 
Flol proteins 
Saccharomyces, 6503 
sugar recognition, 6503 
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fnr gene 
B. licheniformis, 3483 
fnrL gene 
R. sphaeroides, 1496 
F, gene expression 
E. coli 
carbon source, 3205 
Formate dehydrogenase 
E. coli 
aerobic membrane bound, 6625 
F-plasmid conjugative transfer 
TraD, 6039 
FpvA 
P. aeruginosa, 6753 
Fructosyltransferase 
A. foetidus, 1305 
S. salivarius 
surface attachment, 6400 
FrzCD methylation 
M. xanthus, 5765 
FtsA and FtsZ 
E. coli 
activation of division sites, 881 
fisE(Ts) 
E. coli, 3663 
FtsH 
lambda Xis degradation, 1573 
and FtsW 
E. coli 
septum localization, 2810 
FtsK 
E. coli, 1296 
cell division, 4621 
chromosome segregation, 6424 
localization, 1296 
FtsOQ 
E. coli, 6107 
localization, 6107 
FtsZ dynamics 
E. coli division cycle, 2050 
Fucose synthetase gene 
E. coli 
colanic acid gene cluster, 998 
Fumarate 
E. coli 
regulation of gene expression, 5421 
fur mutant 
C. jejuni 
iron-responsive gene regulation, 5291 


GacS and GacA 
P. fluorescens, 6635 
gal operon 
S. mutans, 5727 
transcriptional regulation, 5727 
B-Galactosidase gene 
B. megaterium, 4734 
galE gene 
B. subtilis, 2265 
Gap repair 
bacteriophage T7 DNA, 6193 
Gas Ip 
S. cerevisiae 
cell wall construction, 1418 
Gas vesicle genes 
B. megaterium, 2450 
GATA factors 
dimerization, 5682 
S. cerevisiae, 5682 
GevA protein 
E. coli, 4865 
Gene transfer 
electrotranstormation, 4750 


S. typhi to S. typhimurium, 4750 
Genome 
H. capsulatum, 6697 
Genomic organization 
Proteobacteria 
alpha subgroup, 2749 
Genotypic evolution 
Ralstonia sp. 
experimenttal populations, 4325 
Gentisate 1,2-dioxygenase 
Sphingomonas sp. strain RW5, 4171 
Geobacter sulfurreducens 
c-type cytochrome, 3686 
gerl operon 
B. cereus, 6729 
Germination protease 
Bacillus spp.. 5077 
gepS gene 
Synechocystis sp. strain PCC 6803, 4843 
Gigantism 
E. fishelsoni, 5601 
GicT antiterminator protein 
B. subtilis, 5319 
regulation, 5319 
glkA gene 
S. lividans 
glucose repression of chitinase produc- 
tion, 2911 
GlmU protein 
E. coli, 4799 
glnB and gink expression 
R. sphaeroides, 4644 
GilnK protein 
enteric bacteria, 6661 
gink-amtB operon 
A. vinelandii, 3260 
GLTI 
S. cerevisiae, 3533 
Glucanases 
S. cerevisiae 
cell wall, 5030 
Glucose 
S. cerevisiae 
intracellular, 556 
Glucose kinase 
B. subtilis, 3222 
b-Glutamate biosynthetic enzymes 
B. sphaericus, 4319 
Glutamate dehydrogenase genes 
B. subtilis, 6298 
Glutamate synthesis 
E. coli 
pathway choice, 4571 
Glutaryl 7-aminocephalosporanic acid acv- 
lase 
Pseudomonas sp. strain GK16, 4576 
Glutathione 
E. coli, 4314 
S. mutans 
import, 1454 
metabolism, 1454 
Glycanases 
R. leguminosarum 
exopolysaccharide, 1691 
secretion, 1691 
Glycerol monolaurate 
E. faecalis 
inhibition of vancomycin resistance in- 
duction, 182 
Glycerolipid acyltransferase catalysis 
conserved histidine, 1425 
S. cerevisiae, 1425 
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Glycosyltransterase genes 
S. agrillaceus, 4929 


gutT gluconate regulon gene 


E. coli, 1777 
transcriptional regulation, 1777 
Gram-negative bacteria 
ferric enterobactin binding and transport, 
6089 
membrane vesicles 
killing of other bacteria, 5478 
homologs 
regulatory conservation and divergence, 
2402 
Green sulfur bacteria 
Rieske protein, 3719 
groESL operon 
C. crescentus 
temporal control, 1632 
Growth and cell cycle progression 
S. cerevisiae 
control, 3864 
Growth inhibition 
E. coli 
weak acids, 767 
gum mutants 
X. campestris py. campestris, 1607 
gene 
E. coli, 1803 


Haemophilus ducreyi 
filamentous hemagglutinin-like protein. 
6013 
Haemophilus influenzae 
cyclic AMP phosphodiesterase, 4401 
pilus gene cluster 
evolution, 4693 
major, 4693 
transformation-deficient mutant 
normal DNA uptake, 746 
Haemophilus influenzae type b 
tryptophanase gene cluster, 107 
Haloarcula marismortu 
rRNA operons, 4804 
Halobacterium salinarum 
aecrotaxis transducer, 1642 
Htrll sensory rhodopsin transducer 
serine chemotaxis, 1600 
sensory rhodopsin I-transducer complex 
color-sensing mechanism, 2033 
Halophilic archaea 
purine salvage, 457 
Hansenula polymorpha 
regulatory mutant 
methanol utilization metabolism, 2958 
peroxisome proliferation in glucose, 
2958 
hasAB capsule genes 
streptococci 
group A, 4955 
hea cluster 
E. coli, 2915 
hcnABC gene cluster 
P. fluorescens, 3187 
Heat shock protein gene 
S. vulcanus, 3997 
Heat shock proteins 
L. lactis dnaK mutant 
induced levels, 3873 
Heat-labile enterotoxin 
disulfide bond of A subunit, 1368 
E. coli, 1368 
Heat-labile enterotoxin synthesis 
E. coli 
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temperature regulation, 3715 
Heavy metal ion resistance 
S. aureus, 4024 
Helicobacter felis 
ATPase 
CopA, 317 
Helicobacter pylori 
ATPase 
CopA, 317 
cdrA, 5263 
clpB mutant 
role of gene in stress response, 426 
DNA transfer 
conjugation-like, 2901 
2-oxoacid metabolism, 1119 
N-phosphonoacetyl-L-aspartate resistance, 
5574 
porCDAB and oorDABC genes, 1119 
ribBA-mediated riboflavin production 
iron acquisition, 1473 
hepA 
Anabaena sp. strain PCC 7120, 4233 
Hexaprenyl diphosphate synthase 
M. luteus, 1578 
High-osmolarity-sensitive mutants 
S. pombe, 5038 
High-pathogenicity island 
Y. pestis, 2321 
Hin-mediated DNA inversion 
protein-protein interactions, 5954 
Histoplasma capsulatum 
CBP! 
yeast phase-specific expression, 1786 
genome size, complexity, and ploidy, 6697 
homologous gene disruption, 5135 
H-NS 
Shigella spp. 
DNA repair regulation, 5260 
Holin 
bacteriophage A, 2531 
Holin gene 
bacteriophage A, 4199 
oligohistidine tag mutagenesis, 4199 
Homologous gene disruption 
H. capsulatum, 5135 
HpuAB 
N. meningitidis 
porphyrin transport, 6043 
hrcA gene 
S. albus, 5129 
hrp genes 
negative regulation by MrpV, 4532 
P. syringae, 4532 
hrpC and hrpRS operons 
P. syringae, 4523 
HrpW protein 
E. amylovora, 5203 
P. syringae py. tomato, 5211 
Hsc66-Hsc20 chaperone system 
E. coli, 6617 
Hsp60 
L. pneumophila 
immunolocalization, 505 
Hsp70 gene regulation 
S. cerevisiae, 6484 
Htrll sensory rhodopsin I transducer 
H. salinarum 
serine chemotaxis, 1600 
hup mutants 
E. coli, 3751 
UV sensitivity, 3751 
HvrA 
R. capsulatus 


nitrogen fixation-photosynthesis regula- 
tory link, 1965 
Hydrogenase genes 
A. eutrophus 
transcriptional regulation, 3187 
Hydrogenases 
A. eutrophus, 1023 
NAD reducing, 1023 
Hydrogen-deprived-condition mutants 
M. thermoautotrophicum, 2676 
Hyphomicrobium strain W1-1B 
chemotactic responses and flagella, 3003 


IbpA and IbpB proteins 
E. coli 
thermal stress, 5165 
L-Idonic acid catabolism 
E. coli, 3704 
Ilyobacter tartaricus 
ATPase, 3312 
Immunization 
prokaryotic intracellular 
bacteriotoxin, 514 
IncP plasmids 
transkingdom transfer, 6538 
Inorganic polyphosphate accumulation 
E. coli 
regulation by multiple pathways, 1841 
Insertion sequences 
B. pertussis, 4963 
IntB-13 integrase 
Pseudomonas sp. strain B13 
cle element, 5505 
Integration host factor 
inpA transposase gene of Tn4652 
stimulation of expression, 2822 
Integron integrase Intl] 
recombination and/or substrate recogni- 
tion mutations, 5437 
Intl integron integrase 
recombination and/or substrate recogni- 
tion mutations, 5437 
Invasin 
Y. enterocolitica 
coordinate regulation of motility, 793 
Invasion locus 
Salmonella 
homologous to Shigella ipgDE, 1793 
IroN siderophore receptor 
S. enterica, 1446 
Iron uptake 
M. gryphiswaldense, 159 
U. maydis, 2021 
IS/ elements 
E. coli 
transposability, 5279 
IS2 transposition 
negative regulation 
cyclic AMP (cAMP)-cAMP receptor 
protein complex, 2682 
1S903 
target choice and orientation preference, 
3039 
1S/358 
V. cholerae, 6101 
1S/411 
P. putida, 5306 
IS/5/5 
S. pneumoniae, 1381 
1S/54/ insertions 
Y. pestis, 178 
IS/549 
long direct repeats, 1037 
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M. smegmatis, 1037 
1S6/10 
M. tuberculosis, 2102 
transposition in DR locus, 2102 
Isoflavonoid-inducible efflux pump 
A. tumefaciens 
colonization of roots, 3107 
Isoniazid resistance 
M. smegmatis 
NADH dehydrogenase, 2459 
Isoprimeverose metabolism genes 
L. pentosus, 2312 


K'/H* exchanger mutant 
S. cerevisiae, 5860 
K-antigen synthesis 
S. meliloti mutants, 5432 
KatB 
L. pneumophila, 5369 
katX gene 
B. subtilis, 2057 
Kdp ATPase, 5102 
E. coli, 5102 
B-Ketoacyl-acyl carrier protein synthase III 
S. glaucescens, 4481 
B-Ketoadipate pathway 
R. rhodochrous, 6668 
2-Ketocyclohexanecarboxyl coenzyme A hy- 
drolase 
R. palustris, 2330 
B-Ketothiolases 
R. eutropha, 1979 
Klebsiella aerogenes 
alanine catabolism, 563 
nitrogen assimilation control protein 
DNA-binding site, 571, 578 
put operon, 571 
Klebsiella oxytoca 
CymE 
maltodextrin and cyclodextrin transport, 
2630 
Klebsiella oxytoca (pneumoniae) 
nitrate and nitrite transport 
assimilatory, 1311 
NasFED proteins, 1311 
Krebs cycle genes 
B. subtilis 
anaerobic regulation, 3304 
ksgA gene 
E. coli, 5243 
KtrAB 
V. alginolyticus, 3491 


Lac’ frameshift allele 

E. coli, 1944 

stationary-phase reversion, 1944 
lac-gal genes 

L. lactis, 4893 

regulation and evolution, 4893 
B-Lactam resistance 

transfer of high level 

S. mitis, 1831 
S. pneumoniae, 1831 

actam-induced bacteriolysis 

E. coli, 2224 

temperature sensitivity, 2224 
Lactobacillus bacteriophage A2 

repressor-encoding gene, 3474 
Lactobacillus helveticus 

stress-inducible gene, 6148 
Lactobacillus johnsonii 

bile salt hydrolase genes, 4344 
Lactobacillus pentosus 

isoprimeverose metabolism genes, 2312 
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xylP 
expression in L. plantarum, 4011 
Lactobacillus piantarum 
bglH expression 
carbon catabolite repression, 3400 
osmoregulation, 4718 
quaternary ammonium compound trans- 
porter 
osmotic activation, 5540 
Lactobacillus sake 
arginine deiminase pathway operon, 4154 
Lactococcal bacteriophage ¢2 
transcription analysis, 4487 
Lactococcin G 
mechanistic properties, 96 
Lactococcus lactis 
adhE gene, 3049 
autolysis, 5947 
bacteriophage 31 
phage-inducible middle promoter, 921 
carB 
monocistronic transcription, 4380 
chromosomal inversion 
insertion sequence mediated, 4834 
dnaK mutant 
heat shock proteins, 3873 
export-specific reporter, 1904 
lac-gal genes 
regulation and evolution, 4893 
LlaKR21 restriction-modification system, 
5844 
NADH oxidase overproduction, 3804 
pNZ4000 
replication and mobilization, 5285 
protein secretion enhancement, 1895 
pur gene expression 
activation control, 3900 
PurR activator, 3907 
restriction-modification system 
type IC, 407 
operons 
transcriptional control, 3174 
Lactose utilization genes 
S. xvlosus, 2273 
Lactose/H' cotransporter 
E. coli, 2756 
LamBA23D 
E. coli, 3120 
folding-based suppression, 3120 
Lambda Xis degradation 
Lon and FtsH, 1573 
Lambdoid prophage induction 
E. coli, 6306 
LbpA and LbpB mutants 
N. meningitidis, 3080 
LerV 
Yersinia spp. 
Yop virulon, 1207 
Legionella pneumophila 
Hsp60 
immunolocalization, 505 
KatB, 5369 
Leptospira meyeri 
methionine biosynthesis 
direct sulfhydrylation, 250 
leu-500 activation 
promoter relay mechanism, 626 
S. wphimurium, 626 
Leuconostoc mesenteroides 
citrate lyase, 647 
leuO gene product 
bgl silencing, 190 
E. coli, 190 


LhaA protein 
R. capsulatus, 4742 
Lif 
S. carnosus, 4960 
Limonene-1,2-epoxide hydrolase 
R. erythropolis, 5052 
Linoleic acid hydroperoxide toxicity 
S. cerevisiae, 483 
Lipid A 
meningosepticum, 3891 
Lipid A biosynthesis 
P. aeruginosa, 330 
Lipopolysaccharide mutants 
Bordetella spp., 35 
Listeria monocytogenes 
CcpA homolog, 6316 
PrfA, 6055 
3650 
o” gene 
osmotolerance, 4547 
LlaKR21 restriction-modification system 
L. lactis, 5844 
Locomotion 
bacterial 
minireview, 1009 
Lon 
lambda Xis degradation, 1573 
Lrp 
E. coli 
pap phase variation, 1224 
Lrp concentrations 
E. coli gene sensitivities, 655 
Lux! autoinducer synthases 
E. coli, 2644 
substrates, 2644 
luxl- and luxR-homologous genes 
R. etli 
autoinduction, 815 
nodulation, 815 
gene 
E. coli, 1959 
homologs in gram-negative species, 1959 
IWtE gene 
B. subtilis, 749 
cell wall hydrolase, 749 


MacA malelylacetate reductase 
R. opacus, 3503 
MAE] gene 
S. cerevisiae, 2875 
Magensium transporters 
CorA 
archaeal and bacterial, 2788 
Magnesium chelatase 
C. vibrioforme, 699 
Magnetite biomineralization 
M. gryphiswaldense, 159 
Magnetospirillum grvyphiswaldense 
iron uptake, 159 
magnetite biomineralization, 159 
Major outer membrane proteins 
R. aquatalis 
porin and root adhesin, 909 
malA gene 
S. solfataricus, 1287 
MalG insertion mutants 
E. coli, 2507 
MalK protein 
S. typhimurium, 5299 
MalL 
B. subtilis, 2574 
Malonate transporter 
M. rubra, 2689 
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Na’ dependent, 2689 
Malonomonas rubra 
malonate transporter 
Na’ dependent, 2689 
Maltose regulon expression 
E. coli 
H-NS and StpA, 6117 
Maps 
C. burnetii, 3816 
MAV!1 lysogenic bacteriophage 
M. arthritidis, 5928 
mecA region 
evolutionary origin, 236 
S. scturi, 236 
Mecl repressor binding 
methicillin-resistant staphylococci, 2160 
Mecillinam-resistant mutants 
C. crescentus, 5235 
Melanin biosynthesis 
C. neoformans, 1570 
Melibiose transport and utilization 
C. freundii mutants, 3480 
Membrane vesicles 
gram-negative bacteria, 5478 
killing of other bacteria, 5478 
menA gene 
E. coli, 2782 
Metabolome 
E. coli, 5109 
Metalloadsorption 
E. coli, 2280 
Methanobacterium thermoautotrophicum 
hydrogen-deprived-condition mutants, 
2676 
Methanococcus jannaschii 
flap endonuclease, 5406 
Methanococcus maripaludis 
nif gene operon, 1504 
Methanococcus thermolithotrophicus 
peptidy! prolyl cis-trans isomerase 
FKS506 sensitive, 388 
Methanogenesis genes 
M. barkeri, 3432 
Methanosarcina barkeri 
methanogenesis genes, 3432 
nif gene expression 
regulation, 2723 
Methanosarcina mazei 
ATPase, 3448 
phenazines 
electron transport, 2027 
Methanosarcina thermophila 
acetate kinase 
essential glutamates, 1129 
proteasome 
208, 1480 
Methanothermus fervidus 
cyclic 2,3-diphosphoglycerate synthetase 
gene, 5997 
Methicillin-resistant staphylococci 
Mecl repressor binding, 2160 
Methionine 
S. pombe 
induction of sexual development, 6338 
Methionine biosynthesis 
folate branch, 1586 
L. meyeri 
direct sulfhydrylation, 250 
S. lividans, 1586 
Methionine biosynthetic locus 
P. syringae, 4497 
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Methylene tetrahydromethanopterin dehy- 
drogenase 
M. extorquens, 5351 
Methylobacterium extorquens 


methylene tetrahydromethanopterin dehy- 


drogenase, 5351 
Methylococcus capsulatus 
cytochrome P460 genes, 6440 
Methylosinus trichosporium 
copper-binding compounds, 3606 
MexAB-OprM multidrug efflux system 
influence on quorum sensing, 5443 
P. aeruginoas, 5443 
Micrococcus luteus 
hexaprenyl diphosphate synthase, 1578 
mIHF gene 
M. smegmatis, 5473 
MinC division inhibitor protein 
E. coli, 175 
stability, 175 
minCD 
B. subtilis 
FtsZ ring position and polar septation, 
6048 
MinCD proteins 
B. subtilis 
septation, 5327 
Minireviews 
bacterial diversity 
culture-independent studies, 4765 
phylogenetic view, 4765 
bacterial locomotion, 1009 
colicin import 
E. coli, 4993 
Escherichia coli 
Entner-Doudoroff metabolism, 3495 
R. sphaeroides 
photosystem formation control, 2801 
RNA polymerase 
information processing, 3265 
RNA polymerase-promoter interactions, 
3019 
signal transduction, 1009 
yeast cell wall architecture, 3735 
Yersinia deadly kiss, 5495 
Mismatch repair 
E. coli 
cells lacking Exol, ExoVII, and RecJ, 
989 


Mitochondrial processing peptidase B-sub- 
unit gene 
B. emersonii, 3967 


mmr gene 

M. tuberculosis, 6068 
ModE 

E. coli, 4638 
moeA gene product 

E. coli, 1466 
Molecular chaperones 

B. subtilis 

antibody production, 2830 

Molecular evolution 

M. capricolum subsp. capripneumoniae, 

2350 

Motility 

Y. enterocolitica 


coordinate regulation of invasin expres- 


sion, 793 
MppA 
E. coli, 1215 
transport of cell wall tripeptide, 1215 
mra gene cluster 
E. coli, 4406 


expression, 4406 
mraY gene 
E. coli, 6429 
mrsC gene 
E. coli, 1920 
allele of HflB, 1929 
Msn2p and Msn4p 
S. cerevisiae 
diauxic transition, 1044 
gene 
S. putrefaciens, 6292 
Mu mom transcription 
C-protein activation, 3257 
Multicopy single-stranded DNA 
E. coli 
reverse transcriptase, 2999 
Multidrug efflux system-encoding plasmid 
S. aureus 
earliest known, 3477 
Multidrug resistance 
M. smegmatis 
E. coli marA gene, 2995 
Multidrug transporters 
B. subtilis 
activity-enhancing mutations, 2817 
Mutacin II 
diacylglycerol kinase, 167 
S. mutans, 167 
Mutator effect of miscoding tRNAs 
E. coli, 5712 
mutT derivative 
E. coli, 2906 
mutation in resting, 2906 
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biofilm-forming phenotype, 2442 
OmpT 
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H. pylori 
2-oxoacid metabolism, 1119 
Porin genes 
E. coli 
quiescent, 3388 
Porin-like-protein gene 
M. tuberculosis, 3541 
Porin-mediated outer membrane permeabil- 
ity 
E. coli 


J. BACTERIOL. 


regulation by nutrient limitation, 3917 
ppGpp alarmone 
EF. coli 
cell division, 1053 
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acyl coenzyme A synthetase, 3152 
Pseudomonas oleovorans 
PalkB promoter, 5218 
Pseudomonas pseudoalcaligenes 
2-aminomuconate deaminase 
novel, 2502 
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L. lactis, 3900 
Purine salvage 
halophilic archaea, 457 
PurR activator 
L. lactis, 3907 
put operon 
K. aerogenes, 571 
nitrogen assimilation control protein 
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